Annals of Mechnikov Institute, N 2, 2022
www.imiamn.org.ua /journal.htm
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CXITHOMY PEI'TIOHI YKPATHA
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MeunukoBa HanionajabHoi akageMii MeIMYHUX HAYK
Ykpainu

Beryn
Jis BimcTe)keHHS NUIAXIB Iepenadi Bipycy Kopy
[0] i mudepenmiamnii MOCTBAKINHANBHUX YCKIAIHEHD Bil

BUTIAJIKIB 3aXBOPIOBAHHS, BHKIMKAHUX I1HQIKyBaHHIM
mTaMaMH  «IAKOTO»  [2] THIy, BHKOPHUCTOBYIOTH
TCHOTHITYBaHHA BHIUICHUX 130IATIB  BIpyCy KOpy

UPKYJIIOIOYMX Ha MEeBHIH TepuTopii. [cHYI0Th crieniasibHi
nporpamu BOO3 ta FOHECKO (WHO-UNICEF, 2002),
CIpsIMOBaHI Ha eliMiHalilo Bipycy Kopy. st KOXXHOTO
perioHy MOXHa BUAUIMTH XapakKTepHi IITaMH, SKi €
€TaJIOHHUMHU Ha JaHUil yac.

EtanonHi, ne mTamMu iCTOPUYHO i30JIbOBaHI
TePIIUMHA abo BiTOOpaXKaroTh TeTePOrCHHICTh
MPE/ICTaBHUKIB, IO IMPKYIIOIOTh OCTaHHIM wacoM. Ha
nmouatky 1990-x B €Bpomi OyiHM BUSBJICHI JIUIIE JBa
renoruna BK (C2 ta D6), sixi OyJu MOMUPEHi Y BCHOMY
perioHi 1 TOMy iX Ha3MBAaIOTh KOPIHHUMHU €BPOMEHCEKUMH
reHorunamu [3, 4, 5, 6, 7]. Lli renotunu Oynu xapakrepHi
i st teputopid Ykpainu, B Tomy uuchi i IliBHiuHO-
CxifmHOTO perioHy. 3rofoM CIOCTEpiranocs 3HUKHCHHS
rerotuniB C2 ta D6 B mepioa mix 2000 1 2007 pokamu, 110
30irmocs 3 TMOYATKOM MEpiofy TOCITIZOBHHUX IHKJIIB
iHiIianii Ta TPUNMHEHHS TPUBANOI MepeAadi pi3HUX
IMIOPTHUX TEHOTHINIB, HANpUKIA] sSK y Himewyuwni Tta
iHmmx kpainax €spomm [8, 9, 10, 11, 12, 13, 14, 15]. B
VYkpaini 3’sBunmucst renorunu B3, D4, D5, D7 i DS, sxi
MOXOAWIN 3 EHJIEMIYHHX paHoHIB 3a KOPJOHOM Ta
iHiIifoBaNM Benuki cmamaxd B €Bpomi [8, 9, 16]. Jns
BU3HAYCHHS  CMiJIEMIONIOTIYHO BaXJIMBHUX BapiaHTIB
nociuigoBHocreit  BK B [liBHIYHO-CXiIHOMY perioHi
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B3 strain MVs/Luton GBR/4.14/B3
B3 strain MVs/Dariford GBR/2.14/B3

VYkpainu Mu y3aranpHWwiIn naHi 3 6a3 MeaNS oo
MepeBaXAIOUMX IITaMiB SKi HA3BalM «HA3BAHUMHU
mTamMaMu» TeHOTHUIIB, a came D8 1 B3, npoananizyBaBmm
ix ¢inorene3 (obmactb N-450 Hykiaeotuan). ExmeMiaHmit
Ha [liBHIYHO-CXiTHOMY perioHi Ykpainu reHotun B3 Oys
yacTo iMmoproBaHuii i g0 kpain €spormm [17, 18, 19].
BimoMo, mo BeauMka KUIBKICTH 3 «HA3BaHHMX IITAMIBY,
MPECTABIICHI IIUM FeHOTHIIOM. HalipocoBCIomKeHITUMU
mramamMud Ha Tepuropil IliBHIuHO-CXigHOrO perioHy
VYkpainu B niepioz 3 2017 poky BBaxarots Gir Somath D8,
Cambridg D8 Ta Kabul B3.

Marepiaau Ta MeToan

MornexynspHa mporpaMa 30BHIIIHBOI OIIHKH
sxocti BOO3, LlenrpanizoBana iHpopmariiiHa cucremMa
indpexniitanx xBopo6 BOO3 EUR, 6a3u qaHnx Harmsimy 3a
kopom BOO3. Craructuyni naHi Ta 3BiTHI (OpMH 100
MPOBEACHUX  CIiJIEMIOJOTIYHUX, BipYCOJOTIYHHUX Ta
CEpOJIOTIYHUX JIOCHI/DKEHb Ha KOpOBYy iH(pekuito y
XapkiBcbkiit o6macti 3a 2017-2020 pp., npenocrapieHi
AV «Xapkiscekuit OJII MO3 VYkpaiam». BucximHuii
(arnmomepaTuBHUI) Metox  Kkiactepu3aiii  Neighbor-
Joining st CcTBOpeHHS (IIOrEHETUYHHUX JiepeB Ta
nporpama MADx 10 [20].

Hawmu Oynu mpoaHanizoBaHi TeHETHYHI CITIBBITHOCHHH Ta
€BOJIOIIIHI  BIACTaHI MK  ONM3BKOCHOPITHCHIMH
mramMamMu TreHotunmy B3 (pucynok 1). s 1moro,
BUKOPHCTOBYIOYI OCTaHHIO Bepcito mporpamu MADX, 3a
JIOTIOMOT'O10 SIKOi MOYJIMBO CITIBCTABUTH JJAHHI 3 CEpBEPIB
10 BCHOMY CBIiTi, MM HOOYIyBajJdM T'€HEAIOTIYHE IPEBO
(GITOreHeTHYHUX TIOCITIJOBHOCTEH OJIM3bKOCIIOPIAHEHIX
mramiB reHoruny B3. 3 pucynky 1 BuaHo, 1mo Bif
BU3Ha4eHoi JiiHii Edmonston-Zagreb reneanoriune apeBo
pocTe y cXimyacToMy XapakTepi, aje YTBOPIOE KiJbKa
BaXITUBUX KOPEHEBUX BY3JiB B obmacri
MVsB3CaliforniaUSA, MVsB3Padoval TA Ta
MVsB3LondonGBR, sxi 3 MiHiMaabHUMH T€HETUYHUMU
BIIMIHHOCTSAMH JArOTh I[OYAaTOK BEIWKIA KUIBKOCTI
€BpOIEHCHKAX MTaMiB Bipycy KOpy.

B3 strain MVs/London.GBR/3.14/3/83

B3 strain MVs/NewcastieuponTyne GBR/9.14/B3
B3 strain MVs/California. USA/05.14/B3

B3 strain MVs/London.GBR/4.14/2/B3

B3 strain MVs/London.GBR/4.14/2/B3 1

B3 strain MVs/California USA/08.14/3/83

B3 strain MVs/London.GBR/3.14/2/83

B3 strain M USAI13.1483

B3 strain Mys/G; 1.KOR/29.13/283
B3 strain MVs/California USA7 19/83

B3 strain MVs/California USA/S.19/3B3

B3 strain MVs/California USA/17.19/2B3
B3 strain MVs/California USA/13.19/583
B3 strain MVs/California USAI22.19/83

B3 strain MVs/Padova [TA/16.17/583

B3 strain MVs/Padova ITA/16.17/583 1

B3 strain MVs/Padova ITA/15.17/283

B3 strain MVi/Calais FRA/01.16B3
— MVilNew Jersey. USA/45.05 complete genome. DEFINITION Measles virus strain MViNew Jersey USA/45.05

L B3 strain WVs/Manchester GBRI7 12283

KS complete genome. DEFINITION Measles virus strain KS

DEFINITION Measles virus strain Edmonston-Zagreb master seed

Pucynok 1 - EBonroriiiHi B3a€MOBITHOCUHH TaKCOHIB reHOTUITY B3 Bipycy kopy.
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Mpumitka. IcTopis eBomomii Oyna BHBeneHa 3
BUKopHcTanHsMm Metoay Neighbor-Joining [20]. TTokaszano
ONTUMAJIFHE IPEBO IITAMIB ITOCIiOBHOCTEH. EBOMFOMiHI
BifcTaHi OynmM po3paxoBaHi 3 BHUKOPHUCTAHHSAM METOIY
Meron kopekii [Tyaccona Poisson correction method [15]
Ta BUPaXEHI B OJUHHIAX KUTBKOCTI aMiHOKHCIIOTHHX
3aMiH Ha caWT. Y 1poMy aHami3i Opama yuacte 24
HYKJICOTH/IHA TOCTiOBHICTh. KoOIyroui MOCIiJOBHOCTI
BKIIOwanmu 1-i + 2-it + 3-ii + Hekoayouwid. Yci
HEO/IHO3HAYHI NO3UI{ OyJIM BUJAJICH] 32 KOXKHOIO Tapoko
MOCIIITOBHOCTEH (BapiaHT NONAapHOTO BHIAJEHHs). B
ocTaTO9HOMY Habopi maHux Oymno Bceoro 14172 mo3mii.
EBomromiifHnii  aHami3 TPOBOAWBCS 3a  JIOTIOMOTOIO

nporpamu MEGA X [21].

—

—_

—_
—

Sk OGaunmo 3 pucyrky 1, B3 stain MVs
PadovalTA16.17/5B3, wmae kopiHHS 3  iHIIMMH
SHIeMIYHUMH A1 YKpaiHu Ta KpaiH €Bpomu IITaMaMH,
takumu sk California B pisHEX TaKCOHOMIYHHUX Bapiartisix
ta inmg. Jlo peui, MVs Padova ITA 16 17/5 renotumy B3
€ Omm3pKocIopiHeHNM 3 ImTamMamu reHoturmry D 8, D8
stain MVs Padova ITI 14/17/3D8. Hauuit mram MVS
Padova ITI 14/17/3D8 € BiaranyeHHSM CHAEMIYHOIO Ha
Teputopii Ykpainu mrramy Cambridg.

Ha pucynky 2 mpejacTaBiieHi EBOJIOLIAHI B3a€MUHU
takcoHiB mrtamy MVs/Cambridge.GBR/17.16 renorumy
DS, renn mykneonporeiny (N), gacTkoBi cds.

D8 strain MVs/Palermo.ITA/21.16/2 D8 nucleoprotein (N) gene
D8 strain MVs/London.GBR/14.16/17D8 nucleoprotein (N) gene
D8 strain MVs/Budapest. HUN/13.18/D8 nucleoprotein (nucleoprotein (N) gene)
D8 strain MVs/Stockholm.SWE/27.18D8 nucleoprotein (N) gene
D8 strain MVs/Agrigento.ITA/24.16/1 D8 nucleoprotein (N) gene
D8 strain MVs/Netanya.ISR/31.18/D8 nucleoprotein (N) gene

D8 strain MVs/California. USA/21.16/D8 nucleoprotein (N) gene
D8 strain MVi/Kuala-Lumpur.MYS/30.12/D8

D8 N gene for nucleoprotein partial cds strain: MVi/Yamagata.JPN/10.17D8-473.
D8 strain MVs/Victoria. AUS/3.15/2D8 nucleoprotein (N) gene

D8 strain MVs/Netanya.ISR/31.18/D8 nucleoprotein (N) gene1
D8 strain MVs/Leuven. BEL/10.16/D8 nucleoprotein (N) gene
— D8 strain MVs/Torquay. GBR/22.16/3D8 nucleoprotein (N) gene
L D8 strain MVs/Torquay. GBR/22.16/3D8 nucleoprotein (N) gene1
D8 strain MVs/Trapani.ITA/40.16/1 D8 nucleoprotein (N

D8 strain MVs/Palermo.ITA/29.16/1 D8 nucleoprotein (N) gene
D8 strain MVs/California. USA/29.19/D8

D8 strain MVs/Roraima. BRA/31.18D8 complete genome

D8 strain MVs/Roraima.BRA/31.18D8

D8 strain MVs/Brisbane AUS/33.15D8

D8 strain MVs/Padova.ITA/14.17/3D8

Pucynok 2 - ®@isorenern4ni B3aeMoBinHocuHu B Meskax MVs/Cambridge.GBR/17.16 [D8] renoruny Bipycy kopy
D8, mrram 3a nykiaeonporeinom (N), gacTkoBi cds.

Ipumirka. IcTopis eBomouii Oyna BHBeIeHa 3
BUKOpHCTaHHM MeToay Neighbor-Joining [20]. IToka3zano
ONTUMAJIbHE JIPEBO MITAMIB ITOCIIIOBHOCTEH. EBOMIOIIHHI
BifCTaHi Oyjau pO3paxoBaHi 3 BUKOPUCTAHHSIM METOIY
Meron kopekiiii [Tyaccona Poisson correction method [15]
Ta BUPQXKCHI B OJUHHMIAX KITBKOCTI aMiHOKHCIIOTHHX
3aMiH Ha calT. Y npoMy aHamizi Opama ywacte 21
HYKIJICOTHIHA TOCTiIOBHICTh. KoJyroui MOCIiJOBHOCTI
BKIIowanu 1-d + 2-i + 3-ii + HekomyBaHHA. Yci
HEO/IHO3HAuHI Mo3umii Oynu BUIAJICHI 3 KOXXHOI Napu
MOCIITOBHOCTEH (BapiaHT MONAapHOro BHJAJIECHHsS). B
0CTaTOYHOMY Habopi gaHux Oyio Bcroro 12 573 moswuiiii.
EBoumromtiitamii anainis mposoauscs B MEGA X [21].

3  puCyHKY 2  BHOHO, 10  IITaMH
MVsD8CaliforniaUSA ta MVsD8PadovalTA, B Mmexax
Bigraimyxenas: MVsD8/CambridgeGBR, € kopeHeBmMu
By3JlaMH,  SIKIi ~ JAIOTh  IOYaTOK  TeHETHYHOMY
PO3Tay’)KEHHIO 3 BEJIMKOI0 KUIBKICTIO ITOCIIJIOBHUX
TeHEeTHYHUX 3MiH 1 IIOCTYIIOBOTO CXiJJYacTOr0 YTBOPEHHS
TepMiHaIBbHUX BY3JiB 3 KopinHsaMm 3 CIIIA Ta Irami no
BenuKol pi3HOMaHiTHOCTI KkpaiH €spomm [22, 23].

DOI: 10.5281/zen0do.6634893

IIpoanamizyBaBimin  (UIOTEHETHYHI  BIJHOCHHH  Ta
EBOJIIOLIIHI  BIJCTaHI  MOCHIJIOBHOCTEH B  MeXax
MVs/Cambridge.GBR D8 mosxHa KOHCTaTyBaTH OIHU3BKO
CIHOPiHEHICTS 1 3 mTamMaMu B3, 110 TOBOAKUTE HAIEKHICTh
BCIX BiAramxyxeHb Bipycy O OJHOTO cepotuiy [24, 25,
26]. baummo, 1m0 eHAeMiuHWE A YKpaiHu
MVs/Cambridge.GBR D8 XapaKTepu3yeThes
(UIOTEHETHYHOIO PI3HOMAHITHICTIO 1 Ma€ KOpIHHA B
Garatbox KpaiHax €BpOIIH.

3a emigemionoriunoro nosigkoro BOO3 miomo
TeHOMHOI TOCIiTOBHOCTI 2345 BUNaKiB BHECEHNX B 0aszy
JAHUX HYKJICOTHUIHHUX IIOCHTIIOBHOCTEH BipyCiB KOpYy
(MeaNS) B Iraxii, Cep6ii, I'pertii, ®panrii ta Ykpaini
BusiBlieHo Taki reHoturm: D8 (n=1196), B3 (1144), H1
(28) ta D4 [5]. ITepeBaxkuuM BapianToMm renotury D8 Oys
Herborn.DEU/05.17/ (54% Bcix Bapiantie DS), Takox
Oysiu BusIBIIEHI Taki JOMIHAaHTHI mTamMu reHorumy B3:
Dublin.IRL/8.16/ (37% ycix BapiantiB B3) ta MVs/Saint
Denis.FRA/36.17 (33%) [2727, 28].
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Ii nanHi Ta KaHi OTpUMaHI HAMH TOBOPSATH PO

BUCOKY  MyTareHHiCTb ~ Ta  OTXe, TCHETUYHY
Pi3HOMaHITHICTE BipyCy KOPY.
Hamum  Oymo  moOynoBaHO — TeHEANOTidHE  APEBO

(himoreHeTHYHOI CHOpigHEHOCTI ImTamiB TeHotumy D8
Bipycy Kkopy (pucyHok 3). SIKmio po3risimaTH IITaM
MVsD8GirSomnath sk  kopeneBuit  By30n,  SKHif
XapaKTepU3y€eThCs HaiOUIBIIO0 9acTOTOIO
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—
i

—
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3ycrpivanbHOCcTi B [TiBHIYHO-CXiTHOMY perioHi YkpaiHu,
0aynMo IO BiH € POJOHAYAFHUKOM T'€HETHYHOI TUIKHU 3

IBOMa  pO3Taly)KeHHAMH 3  BHYTpIIIHIMH  Ta
TepMiHAJbHUMH BY3JlaMH, OJHA 3 SKUX JA€ IOYaTOK
BEHKif  pi3HOMaHITHOCTI mochigoBHocTedw MVsD8

California, a iHma TepeBakHO IITaMaM MEPIIOUEPTOBO
BusiBiieHHM B [Hpii [12, 29].

D8 strain MVGrSomnath IND/00.17D8
D8 stran MVsLondon. GBR/22.12/3/08
D8 strain MVi'Geoje KOR/41.1608
D8 stran MVikheda IND/3.17/208

| D8 strain MviMumbai IND/50.1508
| D8 strain MViMumbai IND/50.1508
D8 stran MviDaman IND/7.1508

MViVirginia USA/15.09 complete genome. DEFINITION Measles virus strain MViVirginia USA/15.09
D8 strain MViPune IND/10.13/1D8
D8 strain MViPunee IND/10.13/108
D8 stran Mvs/Calfomia USA23 1908
D8 strain MVs/Calfomia USA’22.19208
D8 strain MVs/Calfomia USA28.19D8
D8 stran MVs/Caiforia USA28 19208

D8 stran MVs/Calfomia USA’26.19/208

—— MVilJanga CHN/13.19/1

I D8 stran MVs/Zhoushan CHN/09.19D8

Pucynok 3 - ®@inoreneruyHi 38°13ku mramis renotuny D8 Bipycy kopy.

Mpumirka. Ictopis eBomonii Oyna BUBeIeHa 3
BuKopucTanHsM metoay Neighbor-Joining [20]. [Toka3zano
onTtuManeHe JaepeBo. EBomromifiHi  BigctaHi  Oymm
pO3paxoBaHi 3 BHUKOPHCTAHHSIM METO/AY BUIPABICHHS
Ilyaccoma [31] i BuUpakeHI B OJUHHUIIX 9YHCIA
aMIHOKHUCJIOTHHX 3aMiH Ha caiT. Lleli anami3 Bkmo4aB 17
AMIHOKUCJIOTHAX TOCIIOBHOCTEH. YCi HEOIHO3HAYHI
no3uiii Oynu BUJAJIeHi 32 KOXKHOI MapH MOCHiJOBHOCTEH
(BapiaHT nonapHoro BUIaJIeHHs). B ocrarouHomy Habopi
manux Oyno smme 4989 mosuniii. EBosromiiinuii aHasmi3
nposojuecs B MEGA X [21]

Sxmo mo3HauuTH By3NH imeHTH(]IKaTopaMu sKi
YTBOPIOETBCS ~ IIITXOM  KOHKAaTEHAIlll BCIX KIFOUIiB
eK3eMIULIPIB CIIOPITHEHUX TPYN Ta YTBOPIOKOTH HMOBHUIA
3UCIUICHUH KIFOY — 1IeHTU(IKATOp 3aIuCy, OTPUMAEMO
HACTYIHHU BHTIIAA ApeBa (pucyHOK 4). baunmo, mo MVs
D8GirSomnath e 6iu3pkocnopignennm 3 MVs D8Kheda
IND i yrBoproe By3on 20, sikMii i Ja€ [OYaTOK JBOM
BiArally’KeHHsSM B By3Ji 26, Ha 25 i 28, siki B CBOIO uepry
JIAl0Th TOYATOK BEJHMKIH TeHETHYHId PI3ZHOMaHITHOCTI
BY3JIIB-HAIA/IKIB 3 BEJIMKOIO BHCOTOIO BY3Jia 10 KpPaioBUX
NPE/ICTABHUKIB.

]

1)

08 strain MVitGirSomnath NDI00.1708

(@) (5] 08 stan HViMumbai ND/50. 1508
(1508 stain MVibumbe NDIS0.1508

]

@

®
(M

@

6]

i

—1
—

J

(8)

{4) D8 strain MViDaman NDIT 1508

“7) ViNingina USAN5.09 complete genome. DEFINTION Weasles vius stran MV
08 stain MViPune NDA0.13108

08 strai MViPunee ND/0.13/108

sirain HVs/Calforna USA23 19106

08 strain WVs/Caifomia USA22 197208

19) 08 stran MVsCalforia USA28.19108

_:m) D8 strain WVs/Calfornia USA28. 191208
( {10) D8 strain MVs/Caifomia USA26.10/208
(3 \NiJangyi CH/3.191
m '—1 7) 08 strain WVs/Zhoushan CHN09.19D6

{14) 08 srain HVikhedaIND/3 17208

_:1%)0 s IV OR41 608
(1308 s Londn GRE2 12308

Pucynok 4 - ®inorenernyHi 38’13ku mramiB resotuny D8 Bipycy xopy 3 inentudikaropuumu By3namu.
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Mpumitka. IcTopis eBomomii Oyna BHBeneHa 3
BUKOpHCTaHHsIM MeToay Neighbor-Joining [20]. ITokazaHo
ontuManeHe ngepeBo. EBomromifiHi  BimctaHi  Oymm
pO3paxoBaHi 3 BHUKOPHCTAHHSIM METO/AY BHIPABICHHS
Ilyaccoma [31] i Bupa)keHi B OJUHHUIIX YHCIA
aMIHOKHCJIOTHHX 3aMiH Ha caiT. lleit anami3 Bkiatouap 17
aMIHOKUCJIOTHHAX TOCIHIJOBHOCTEH. YCi HEOJIHO3HAUHI
no3uiii Oynu BUIaNeHi 3a KOXKHOI Mapy MOCIHiJOBHOCTEH
(BapiaHT monapHoro BUIaJIEHHs). B octarouHOMy Habopi
nmanux Oyno sjwme 4989 mosuniii. EBomroniiinmii aHami3
nposoauscs B MEGA X [21].

Jnsi HAOYHOCTI MpEICTaBIICHHS JaHUX MU
moOyIyBany TeHeaJoridHe IpeBO, KEPYIOUHCh METOI0
BUSIBIICHHS ~ HalOJIK4Ye  CHOPIIHEHMX  TeHETHYHHUX
onuHAIb. Sk OaumMo, 3 pPHCYHKY 5 came mrTamu MVs
D8GirSomnath T2  MVs  D8Kheda IND €
pOZOHAYATBHUKAMHU BEJIHMKOI TUIKH, IO PO3railyKyeThCs
Ha JiBa BCJMKI By3iId Ham@akie. [lpuw mnoBTOpHOMY
MoOHiTOpUHry Ha IliBHIYHO-CXiqHOMY perioHi YkpaiHu 3
BEJIMKOK BIPOTITHICTIO, MOJIJIMBO BHSBHTH HAIIA]KiB
MVs D8GirSomnath, sskuif € Ha JaHUH Yac €HAEMIYHUM
JUTSL ITbOTO PETiOHY.

D8 stran MVikheda IND/3.17/208

D8 strain MViiGeoje KOR/41.1608

D8 strain MVs/London GBR/22.12/31D8

D8 stran MViMumbai IND/50.1508

D8 strain MViMumbai IND/50.1508

/‘é
/ 08 strain MViGSomnath INDI00.1708

/ \ D8 strain MViDaman IND/7.1508
o / /

\ Y /— MViVirginia USA/15.09 complete genome. DEFINITION Measles virus strain MViVirginia USA/15.09

_~— D8 strain MViPune IND/10.13/1D8

il
\_~ "~ D8 sran HViPunee NDH0 13108

D8 stran MVs/Caifomnia USA22.19/208

“‘\.\‘ < D8 strain MVs/Calfornia. USA23. 1908
y >

\
\
\/

\ Vs/Cal 9
T D8 stran MVs/California USA28.19/D8

(g
X 08 sran WVs/Caifoia USA28 19208
N

\ "~ D8 stran Vs Calfomia USAZ5.197208

MViJiangxi. CHN/13.19/1

D8 stran MVs/Zhoushan CHN/09.1908
PucyHnok 5 - ®@isnorenetuuHi 38’13k mramiB renoruny D8 Bipycy kopy.

Mpumitka. IcTopis eBomonii Oyna BUBeIeHa 3
BuKopucTanHsMm metoay Neighbor-Joining [20]. [Toka3zano
onTtuManeHe JaepeBo. EBomromifiHi  BigcTtaHi  Oynm
pO3paxoBaHi 3 BHUKOPHCTAHHSIM METO/AY BUIPABIICHHS
Ilyaccoma [31] i BupakeHI B OJUHHUIIX 9YHCIA
aMIHOKHCJIOTHHX 3aMiH Ha caiT. Lleit anami3 Bkiatouas 17
aMIHOKHCJIOTHHX TIIOCHIIOBHOCTEH. YcCi HEOIHO3HAUHI
no3uiii Oynu BUIANIeHi 32 KOXKHOI MapH MOCHiJ0OBHOCTEH
(BapiaHT nonapHoro BUIJIeHHs). B ocrarouHomy Habopi
manux Oyno smme 4989 mosuniii. EBosromiiinuii aHasmi3
nposojuscs B8 MEGA X [21].

BucnoBox

3a OTpUMaHMMH HaMH Ta JIiTepaTypHUMH
JaHHUMH, Bipyc Kopy, gk 1 Bci PHK BwmicTH Bipycn mae
BUCOKY MyTareHHicTb. Hamm BHSBIEHO XapakTepHY
€HJIEMIYHICTh OKpEMUX IITaMiB Bipycy kopy Ha [liBHiuHO-
cximHOMy perioHi Ykpainun. HaiipocroBcromkeHimmMH
mramamu € Gir Somath D8, Cambridg resoruny D8 ta
arpecusanii Kabul remorumy B3. A Takox, cyasum 3
aHaJi3y TEHIAJIOTIYHUX JepeB, MOKHA MPUIYCTUTH, IO
Edmonston-ZagrebB3, MVsB3CaliforniaUSA,
MVsB3Padoval TA, MVsB3LondonGBR, rerotumy B3 Ta
mram D8Kheda IND renotuny D8 € engemiynumu Ha
[TiBHIYHO-CXiTHOMY perioHi YKpaiHH.
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OTprMaHi HAMU JaHHI MAIOTh BEJIMKE 3HAYCHHSI
JUIT BHBYCHHS NUBIXIB Mepefadi Ta yIOCKOHAIICHHS
3aXO/IiB €MiIeMiOJIOTi9HOT0 HAI30PY HAJl 3aXBOPIOBAHICTIO
Ta MOTPeOYIOTh MOJANBIIOTO JAOKIATHOTO BUBYCHHS [32,
33, Omuoka! MCTOYHHK CCHLIKH He HalieH.].

Characterization of variability of epidemically active
strains of measles virus circulating in the North-
Eastern region of Ukraine.

Kalinichenko Svetlana Viktorovna, Melentieva
Khristina Valentinovna, Toryanyk Inna Ivanovna,
Antusheva Tatyana Ivanovna\

Introduction.The incidence of measles, despite the
availability of effective preventive measures, remains an
urgent medical and social problem worldwide, which is
included in the list of infections that in the long run can be
reduced to isolated cases. Infectious morbidity of the
population to some extent depends on the quality of
preventive measures, among which specific prevention is
the most successful, effective and cheap medical and
preventive means. Genotyping of measles virus isolates
circulating in a certain area is used to track the routes of
measles virus transmission and to differentiate post-
vaccination complications from cases of disease caused
by infection with wild-type strains. Material & methods.
WHO Molecular External Quality Assessment Program,
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WHO Centralized Infectious Diseases Information
System EUR, WHO Measles Surveillance Databases.
Statistical data and reporting forms on the conducted
epidemiological, virological and serological studies on
measles infection in the Kharkiv region for 2017-2020,
provided by the State Institution "Kharkiv regional
medical center of the Ministry of Health of Ukraine".
Neighbor-Joining clustering method for the creation of
phylogenetic trees and the MADx 10 program. Results &
discussion. To determine the epidemiologically important
variants of MV sequences in the North-Eastern region of
Ukraine, we summarized data from MeaNS databases on
the predominant strains called "named strains" of
genotypes, namely D8 and B3, analyzing their phylogeny
(N-450 nucleotides). We analyzed the genetic
relationships and evolutionary distances between closely
related strains of genotypes B3 and D8. To do this, using
the latest version of MADX, which allows you to compare
data from servers around the world, we built family trees
of phylogenetic sequences of closely related strains.
Endemic in the North-Eastern region of Ukraine,
genotype B3 was often imported to European countries. It
is known that a large number of "named strains" are
represented by this genotype. According to our data and
literature, the measles virus, like all RNA-containing
viruses, is highly mutagenic. We found a characteristic
endemicity of certain strains of measles virus in the
North-Eastern region of Ukraine. Conclusion. The most
common strains are Gir Somath D8, Cambridg genotype
D8 and aggressive Kabul genotype B3. Also, based on the
analysis of genealogical trees, we can assume that
Edmonston-ZagrebB3, MVsB3CaliforniaUSA,
MVsB3Padoval TA, MVsB3LondonGBR genotype B3
and strain D8Kheda IND genotype D8 are endemic in
Northeastern Ukraine. The data obtained by us are of
great importance for studying the ways of transmission
and improvement of measures of epidemiological
surveillance of the disease and require further careful
study.

Keywords: variability, strains, measles virus, North-
Eastern region of Ukraine.
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