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The flow of nasal secretions into the pharynx and larynx man-
ifests itself differently throughout the day. At night, this mucus
flows into the larynx, irritates reflexogenic zones and causes
coughing, and during the day these complaints are less notice-
able, due to involuntary swallowing of secretions. We hypothe-
sized that different types of nasal septum deviations may affect
mucociliary clearance and, as a result, lead to postnasal drip
syndrome. However, we did not find any studies in the liter-
ature that examined the effect of types of nasal septum devi-
ation (NSD) on mucociliary clearance (MCC). Therefore, in
our study, we evaluated the effect of the types of nasal septum
deviations on MCC.

The aim of the study. To investigate the activity of mucociliary
clearance of the mucous membrane of the nasal cavity in pa-
tients with different types of NSD.

Materials and methods. 100 patients were investigated. All pa-
tients underwent an endoscopic examination of the nasal cavity,
a CT scan of the nasal cavity, and a saccharin test.

The results. The analysis made it possible to reveal that in most
patients with type 2 deviation of the nasal septum with the pres-
ence of a unilateral caudal ridge, which cuts into the middle
turbinate, there is PNDS. At the same time, while the average
CT time of the concave side of the nasal mucosa in patients with
type 1 was almost unchanged, it was significantly longer in pa-
tients with type 2 (P=0,02). Therefore, in this study, the CT indi-
cator in min. was longer on the concave side of the nasal cavity
than on the convex side.

Conclusions. Our research has shown that nasal septum cur-
vature reduces nasal mucociliary activity, and this effect can be
easily assessed using the saccharin test. According to our obser-
vations and research results, it was the 2nd and 3rd types of cur-
vature that significantly disturbed the architecture of the nasal
cavity, due to the presence of contralateral vertical deviation of
the nasal septum, contralateral hyperplasia of the nasal turbi-

nates, and contralateral conchobulosis. And, as a result, led to a
decrease in mucociliary clearance
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The aim: to find connections between gut microbiota compo-
sition and transthoracic echocardiography (TTE) indexes in
patients with coronary artery disease (CAD) and atrial fibril-
lation (AF).

Materials and methods: 300 patients were divided into 3 groups:
first (CAD) — 149 patients with CAD but without arrhythmias;
second (CAD+AF) — 124 patients with CAD and AF paroxysm;
and the control group — 27 patients without CAD and arrhyth-
mias. 16-S rRNA sequencing checked gut microbiota composi-
tion. TTE was done by ALOKA SSD-5000.

Results: The 1l group patients were characterized by the in-
crease of LAD (10.03 %), LAV (15.40 %) and LAVI (11.48 %)
in comparison with the I group, P<0.05. The Il group pa-
tients were characterized by a rise of Pseudomonadota
in comparison with the I group, P<0.05. Also, Il group pa-
tients were characterized by rise of Actinobacter Spp. and
decrease of Blautia Spp., Bacteroides Thetaiotaomicron in
comparison with the I group, P<0.05. Firmicutes were cor-
related with AO (r=0.308), LADI (r=—0.363), RV (r=—0.470),
s (r=-0.381), LVPW (r=—0.345), LVM (r=—0.476) and
EF (r=0.312), P<0.05. Akkermansia Muciniphila was correlat-
ed with LAD (r=—0.343), LADI (r=—0.308), LAV (r=—0.494),
LAVI (r=—0.488), RAV (r=—0.316), RAVI (r=-0.397),
RV (r=—0.383), EF (r=0.332), P<0.05. Bifidobacterium
Spp. were correlated with LAV (r=—0.487), LAVI (r=—0.327),
RV (r=-0.341), IVS (r=—0.306), RWT (r=—0.389), LVM
(r=—0.369), LVMI (r=—0.312), EF (r=0.317), P<0.05. Strepto-
coccus Spp. were correlatedwithAO (r=0,329), LVOT (r=0,390),
RV (r=0,393), IVS (r=0,648), LVPW (r=0,579), RWT (r=0,356),
LVM (r=0,336), LVMI (r=0,376), P<0.05. Ruminococcus
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Spp. were correlated with AO (r=0,412), LVOT (r=0,351),
LADI (r=-0.343), IVS (r=-0.316), LVPW (r=—0.367),
LVM (r=—0.302), LVMI (r=—0.379), P<0.05.

Conclusion: Gut microbiota composition and TTE indexes play
a significant role in CAD and AF pathogenesis. Firmicutes, Bi-
fidobacterium spp., and Verrucomicrobiota (Akkermansia mu-
ciniphila) were significantly correlated with left atrium size
and volume, as well as their ultrasound indexes. Bifidobacteri-
um spp., Bacteroides Spp., Streptococcus Spp. and Ruminococ-
cus Spp. were significantly correlated with left ventricular sizes
and its hypertrophy indexes

Keywords: coronary artery disease, atrial fibrillation, echocar-
diography, gut microbiota composition
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The aim of the research was to study the relationship between
dyslipidemia and insulin resistance in patients with type 2 diabe-
tes with metabolic syndrome.

Materials and methods: In accordance with the aim and objec-
tives of the study, the group of subjects consisted of 120 patients
with type 2 diabetes mellitus with MS who were undergoing in-
patient treatment in the endocrinology department of the KNP
“Regional Clinical Hospital of the Ivano-Frankivsk Regional
Council” and 15 practically healthy individuals (PHI), who
made up the control group. The degree of IR was determined
by waist circumference (WC), IR indices: the HOMA-IR index
and the Caro index. The distribution of patients with type 2
diabetes mellitus with MS and without signs of MS was carried
out, depending on the presence of NASH. The concentration of
endogenous insulin (EI) was determined by the enzyme immu-
noassay method using an autonomous chemiluminescence an-
alyzer Maglumi 800 with a set of reagents Maglumi “Insulin”
Shanghai International Holding Corp. GmbH (Europe), Ham-
burg, Germany. Glycated hemoglobin (HbAlc) was determined
using the “Glycosylated Hemoglobin Spl” reagent of Granum
Laboratory LLC, Kharkiv, Ukraine, using a ULAB 108UV
spectrophotometer. The level of triglycerides and HDL-CHD
in blood serum was determined with the help of the “Choles-
terol Spl” reagent of the “Granum Laboratory” LLC, Ukraine,
Kharkiv, using the ER 500 enzyme immunoassay analyzer.
Results: calculation of generally accepted indices of insulin re-
sistance, in particular the HOMA IR index, OT, BMI indicate the
presence of significant insulin resistance in patients with type 2
diabetes with MS, while the changes were the greatest in patients
with type 2 diabetes with MS and NASH. Insulin resistance syn-
drome contributes to lipid imbalance and is a metabolic prereq-
uisite for the development of NASH.

Conclusions. The results of the study are recommended for prac-
tical use in health care: correction of dyslipidemia against the
background of glycemic control

Keywords: type 2 diabetes, metabolic syndrome, insulin resis-
tance, obesity, non-alcoholic fatty liver disease, non-alcoholic
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steatohepatosis, dyslipidemia, glycemic control in patients with
type 2 diabetes with MS
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The aim: to investigate the peculiarities of the metabolic activ-
ity of the intestinal microbiota in patients with type 2 diabetes
under the influence of glucagon-like peptide-1 receptor agonist
therapy.

Materials and methods: 21 patients with type 2 diabetes
mellitus were included in the study, the average age was
57.248.53 years (M£SD), the HbAlc level was 8.29+0.88 %
(M+£SD). Patients were prescribed raGLP-1 at the maximum
tolerated dose for 6 months. Before and after the course of
treatment, indicators of body composition were determined by
the bioelectrical impedance method (TANITA BC-545N analyz-
er, Japan), characteristics of carbohydrate metabolism and the
lipid spectrum of blood serum, as well as the concentration of
GLP-1, trimethylamine-N-oxide (TMAQO) by the immunoenzy-
matic method, of short-chain fatty acids (SCFA) by the method
of chromatographic research.

Results. After 6 months of therapy with liraglutide against the
background of a statistically significant decrease in fasting
blood glucose and HbAlc levels (p<0.05), a decrease in body
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mass index and waist circumference (p<0.05), a decrease in the
content of visceral (p<0.05 ) and total fat (p<0.05) in patients
with type 2 diabetes, there was a decrease in the concentration of
TMAO in blood serum (p<0.05) and an increase in the concen-
tration of SCFA: acetic, propionic (p<0.05) in the coprofiltrate
and a tendency to increase in the level of butyric acids. Data
analysis also established an increase in the concentration of en-
dogenous GLP-1 in the blood (p<0.05).

Conclusions. The detected changes in microbial metabolites
may indicate a positive effect of raGLP-1 on the composition
of the intestinal microbiota and its metabolic activity in patients
with T2DM, which in turn contributes to the improvement of en-
dogenous secretion of incretins

Keywords: diabetes, obesity, raGLP-1, intestinal microbiota,
short-chain fatty acids, trimethylamine-N-oxide
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TUIU BUKPUBJIEHHS HOCOBOI MEPETOPOJIKH TA iX BILIMB HA CTAH MYKOLIMJIIAPHOI'O
KJIPEHCY HOCOBOi NOPOKHUHU V IMALIEHTIB 3 CHHIAPOMOM IIOCTHA3AJIbHOT'O 3ATIKAHHS
(c. 4-9)

B. JI. linkoBcbkuii, FO. B. llleBuyk , C. E. KonoBaJjios

Cmikanns HA3a1bHO20 CeKpemy y 210MKY I 20pmManb Npomsa2om 000U NpoAEIAE€MbCA NO-pizHomy. B niunuii yac yeii ciuz
CcmiKae 8 2opmaHo2iomKy, NOOPA3HIOE PepieKco2eH i 30HU [ BUKIUKAE KAULeAb, d 60€Hb Yi CKAPSU MeHW NOMIMHI, 6HACLIO0K
MUMOBINbHO20 NPOKOGMYBAHHA cekpemy. Mu npunycmunu, wo pi3Hi munu UKpusieHHs HOCOBOI NepediiKu MOXCYNMb 6NAUBAMU
Ha MyKoyuniapnuil Kiipenc i, Ak pe3yaibmam, npugooumu 00 CUHOPOMY NOCMHA3ANbHO20 3amikanni. OOnak, Mu He 3HAlW-
U 8 OaHux aimepamypu 00CAi0HCeHdb, AKI 6UGYANU 6NIUE TMUNIE BUKPUBIEHHA HOC080i nepedirku (BITH) na mykoyuniapnuil
kaipenc (MLK). Tomy 6 Hawiomy 00CAIONHCEHHI MU OYIHIOBAIU 6NAUE MUNIE GUKPUBTLEHb HOC080T nepedinku Ha MI[K.

Mema. Buguumu axmugnicms MYKOYUNiapHo2o KAipency ciu3060i 06010HKU NOPOAICHUNYU HOCA Yy NAYICHMIE 3 PIZHUMU MUNA-
mu BITH.

Mamepianu i memoou. Byno docniodceno 100 oci6. Beim nayicumam npogoounoct eHOOCKOniuHe 00CAi0NCeHHS HOCOBOI no-
pooichunu, KT ITHII (Komn tomepna momozpagis npunocosux nasyx), a makoxc, npo8ooUsCcs caxapuHosuti mecm.
Peszynomamu. Ilposedenuti ananiz 003601ue susisumu, wo y Oiltbwiocmi nayicumie 3 2 munom 6UKPUGIeHHs HOCO8OI nepeco-
POOKU 3 HAABHICTNIO OOHOOIUH020 KAYOAIbHO20 epebens, AKULL 8Pi3aemuves 8 cepedHio Hocogy pakosuny - eunukaec CIIC. Ipu
yvomy, moii uac ax cepeoniu wac CT ygienymoi cmoponu ciu3060i 06010HKU HOCOBOT NOPOJCHUKU y nayicumie 1 muny matiice
He iOpisHAsca, y nayicumis 3 2 munom 6in 6ys snauno ooswuti (P=0,02), Omorce, y yvomy oocaiosxcenni nokasnux CT y xe.
0Y6 008UUM 3 YBIZHYMOT CMOPOHU HOCOBOT NOPOANCHUHU, HIJC 3 ONYKIOI CIMOPOHU.

Bucnosku. Jlocnioscenns nokasano, wjo 6UKpUEIEeHHs HOCOB8OI NepedinKi 3HUNCYE HAZANbHY MYKOYUNIAPHY aKMugnicmy, i yetl
epexm modice bymu necko oyineHull 3a 00NOMO2010 CAXapuHo8o2o mecmy. 3a HAWUMU CROCMEPeNCeHHAMU, MA Pe3YIbmamamu
docnioxcenns, came 2 i 3 munu 6UKpUSLEHHs CYMMESO NOPYULYBANU APXIMEKMONIKY HOCOG0T NOPONCHUNU, 30 PAXYHOK HASAGHO-
cmi KOHMpPAAmMepanbHo20 GePMUKATLHO20 GUKPUBTEHHS HOCOB0T nepedinkuy, KOHMpiamepaisoHoi einepniasii HoCOGUX paKoGUH
ma KonmpnamepanibHoi KOHX00YNb03a. 1, AK HACTIOOK, NPU3BOOUNU OO ZHUNCEHHS MYKOYUNIAPHO20 KIIPEHCY

Kniouosi cnosa: nocosa nepedinka, 2icmonocis, H0C06a NOPOICHURA, CAUZ06A ODOIOHKA, CUHOPOM NOCMHAZANLHO20 CIMIKAHHA,
MyKoyuniapHui Kaipenc

DOI: 10.15587/2519-4798.2023.297055

OIBPIIIALIA HEPEACEPAD ¥ ITAINEHTIB 3 IINEMIYHOIO XBOPOBOIO CEPLISI: CKJIAL MIKPOBIOMY
KHAIIKIBHUKA TA TIOKA3HUKU EXOKAPIIOT PA®II (c. 10-18)

1. O. Meabunuyk, M. JI. lllapaeBa

Mema: susagumu 38 30K MidC CKAAOOM MIKpOOIOMU KUWEYHUKA A NOKASHUKAMU MpaHcmopakanvHoi exokapoioepaii (TTE) y
nayieumia 3 iwemiunoio xeopoboio cepys (IXC) ma ¢iopunayicio nepedcepon (DII).

Mamepianu i memoou: 300 nayicnmie 6yno posnooineno na 3 epynu. nepuia (IXC) — 149 nayienmie 3 IXC 6e3 apummiu, opyea
(IXC+®II) — 124 nayiecumu 3 IXC ma napoxcusmom @II i koumponvra epyna — 27 nayienmis 6e3 IXC ma apummii. Ckrao xuui-
k0601l mikpobiomu eusnauascs wiasxom 16-S pPHK cexsenysanns. TTE euxonysanrace na anapami ALOKA SSD-5000.
Pesynomamu: Ilayicumu Il epynu xapaxmepu3syeanucs soinvuennam LAD (10.03 %), LAV (15.40 %) ma LAVI (11.48 %) nopis-
uano 3 1 epynor, P<0,05. Xeopi 11 epynu xapaxmepu3zysanuce niosuwennam Pseudomonadota nopisusano 3 I epynor, P<0,05. Ta-
Koo y xeopux II epynu 6yno xapaxmepno 3pocmanns Actinobacter Spp. i snuocenns Blautia Spp., Bacteroides Thetaiotaomicron
nopiseuano 3 epynoio I, P<0,05. Firmicutes xopeniosaiu 3 AO (r=0,308), LADI (r=—0,363), RV (r=—0,470), IVS (r=—0,381),
LVPW (r=-0,345), LVM (r=—0,476) ma EF (r=0,312), P<0,05. Akkermansia Muciniphila xopeniosana 3 LAD (r=—0,343),
LADI (r=—0,308), LAV (r=—0,494), LAVI (r=—0,488), RAV (r=—0,316), RAVI (r=—0,397), RV (r=—0,383), EF (r=0,332), P<0,05.
Bifidobacterium spp. xopenwsanu 3 LAV (r=—0.487), LAVI (r=—0.327), RV (r=—0.341), IVS (r=—0.306), RWT (r=—0.389),
LVM (r=-0.369), LVMI (r=—0.312), EF (r=0.317), P<0.05. Streptococcus spp. kopeniosaru 3 AO (r=0,329), LVOT (r=0,390),
RV (r=0,393), IVS (r=0,648), LVPW (r=0,579), RWT (r=0,356), LVM (r=0,336), LVMI (r=0,376), P<0.05. Ruminococcus spp.
xopenioganu 3 AO (r=0,412), LVOT (r=0,351), LADI (r=—0.343), IVS (r=—0.316), LVPW (r=—-0.367), LVM (r=—0.302),
LVMI (r=—0.379), P<0.05.

Bucnosxku: Cxnao mixpodiomu kuweunuxa ma noxaswuxku TTE sidiepaiome eupiwanvHy pons y namoecenesi IXC ma @II.
Firmicutes, Bifidobacterium spp. ma Verrucomicrobiota (Akkermansia muciniphila) docmosipno xopeniosanu 3 posmipom ma
006’ emom nieoeo nepedcepos, ix ynbmpaszeykosumu xapakmepucmuxamu. Bifidobacterium spp., Bacteroides Spp., Streptococcus
Spp. ma Ruminococcus Spp. 00cmogipno Kopenogany 3 posmipamu ii6o20 WIYHOUKA mda iHOeKcamu 1o2o cinepmpoii
Kntouoegi cnosa: iwemiuna xeopoda cepys, Qiopunsayis nepedcepos, exokapoioepais, ckaad MiKpodiomu KuueyHuKd
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B3AEMO3B>A30K JUCIINIIEMIT TA THCYJTHOPE3UCTEHTHOCTI Y XBOPUX HA IIYKPOBHI JIABET 2
THUILY 3 METABOJITYHUM CUHAPOMOM (c. 19-23)

T. B. Pomanis, H. B. Ckpunnux

Memoro 0ocnioxncenns Oyn0 GuSUUMU 83AEMO3)30K Oucainioemii ma incyninopesucmenmuocmi (IP) y xeopux na yykposuil dia-
oem (L]/]) 2 muny 3 memaboniunum cunopomom (MC).

Mamepianu ma memoou. Y 8ionogionocmi 00 memu ma 3a80aHb 00CAIONCeHHsL 2pyny obcmedicenux ckaaoanu 120 xeopux na L]
2 muny 3 MC 3, aKi 3HaxX00unuco Ha CMAYioOHAPHOMY JTIKY8anHi 6 eHookpunorociunomy 6iodinenni KHII «Obnacua xniniyna nikapma
lsano-Dpanxiscvroi obnacnoi paouy i 15 npaxmuuno 30oposux ocio (I130), axi cknanu epyny konmpono. Cmynins IP écmanosnosanu
3a senununoio 06600y manii (OT), indexcamu IP: inoexcom HOMA-IR ma indexcom Caro. [Iposedero po3nodin xeopux na L] 2 muny
3 MC ma 6e3 osnax MC @ 3anexcnocmi 6i0 Haa8HOCMI Heanko2onvbHoz2o cmeamozenamo3sy (HACT). Konyenmpayito endocennoeo in-
cyniny (El) suznauanu memooom iMyHOMEPMEeHMHO20 AHANI3Y 3 GUKOPUCIAHHAM A8MOHOMHO20 XeMITIOMIHICYEHMHO20 aHAI3amopa
Maglumi 800 nabopom peaxmusie Maglumi «Insuliny Shanghai International Holding Corp. GmbH (Europe), Hamburg, Germany.
Iikosanuii cemoenobin (HbAIc) eusnavanu 3a 0onomozor peazenma «Inikosunvosanuii 2emoznobin Cna» TOB «Jlabopamopis I pa-
nym», Yrpaina, m. Xapkis, 3a donomozoto cnexkmpogomomempa ULAB 108UV, Pigensv 3acanvnozo xonecmepuny (3XC), mpueniyepu-
oieé (TT), xonecmepuny ninonpomeinis Husvxoi winonocmi (XC JIITHLL]) ma sucoxoi winenocmi (XC JIIIBLL]) y cuposamyi kposi 6usna-
yanu 3a oonomozorw peacenma «Xonecmepurn Cniy TOB «J/labopamopis [ panymy», Yrpaina, m. Xapkie, 3a donomozor ananizamopa
imynogpepmenmmuozo ER500.

Pesynomamu. Obyucienns 3a2anbHONPUUHAMUX [HOeKcig incyninopesucmenmuocmi, 30kpema inoexc HOMA IR, OT, IMT exazye
Ha HaasHiCMb icmomHoi incyninopesucmenmuocmi y xeopux Ha L[J/[ 2 muny 3 MC, y moii uac, sk y xéopux na L[/] 2 muny 3 MC ma
HACT 3minu 6ynu naibinvwi. CunOpom iHCYITHOPE3UCMEHMHOCMI Cnpuse Oucbanancy ainidie i € MemaooniuHow nepeoymosorn
possumxy HACI

Bucnosku. Pe3ynomamu 00cniodcenHs pekoMeHO008a i 01 NPAKMUUHo20 3ACMOCY8AHHS 8 OXOPOHI 300p08 8. KOpeKyis Ouciinioemii
Ha poni enikemiunoeo kowmponio y xeopux Ha L/] 2 muny 3 MC

Knrwuoei cnosa: yykposuii diabem 2 muny, memaboniynuti CuHOpPOM, IHCYIIHOPE3UCMEHMHICTb, OHCUPIHHA, HEeANKO20NbHA HCUPOBA
X80p00A NEYiHKU, HeATKO2OMbHUL CIMEeAmo2enamo3s, OUCIinioemis, enikeMiuHull KOHMpob

DOI: 10.15587/2519-4798.2023.297535

JIOCJIIKEHHSI BILTUBY ATOHICTIB PEIEIITOPIB I'ITI-1 HA METABOJIIYHY AKTHUBHICThH KHIIIKOBOI
MIKPOBIOTH Y MAIIEHTIB 3 1T 2 THITY (c. 24-30)

0. B. 3inuy, I0. M. Crenanos, K. O. lllumkans-11lumosa, I. A. Knenina, H. M. KymnapsoBa, A. B. Kopaapuyk, O. B. [Ipudnna

Mema: oocnioumu ocobausocmi memadoiuHOI AKMUBHOCIT KUWKOB0I MIKpobiomu y nayienmis 3 yykposum oiabemom 2 muny nio
BNIUBOM MEPANL A2OHICTNOM PEYenmopis 2N0KA20HON00IOH020 nenmudy-1.

Mamepianu i memoou: y oocnioxcenns exaoveno 21 nayienmis 3 L] 2 muny, cepeoniu gix cmanoeug 57,2+8,53 poxkie (M*SD),
pisens HbAlc 8,29+0,88 % (M=SD). Ilayienmam npusnauanu apl TII1-1 y makcumanvrno nepenocumiii 003i 6npooossic 6 micayie.
Mo nouamky ma niciia Kypcy JiKy68ans 6USHAYAIU NOKA3ZHUKYU KOMRO3UYIT Mina memooom bioenekmpuino2o imneoancy (anauizamop
TANITA BC-545N, Anonis), xapakmepucmuku 8y21e800H020 0OMIHY ma HiniOH020 CHeKMpY CUpO8AMKU KPOSI, A MAKON*C KOHYeH-
mpayiro I'lI-1, mpumemunamin-N-oxcudy (TMAQO) imynoghepmenmuum memooom, kopomroaranyio2osux xcuprux kuciom (K/DKK)
MEMoOOM XpoMamoepahiuno2o 00CaiOHCeHHSL.

Pesynomamu. Ilicnsn 6 micsayie mepanii aipacnymudom Ha mai CMamucmuyHo 3HAYYUW020 3HUICEHHS PIBHI8 21I0KO3U KPOBI Hamuye
ma HbAlc (p<0,05), snuscenns indexcy macu mina ma o6’emy manii (p<0,05), smenwiennss emicmy sicyepanvrozo (p<0,05) ma
3aeanvHo2o acupy (p<0,05) y nayienmie 3 [/] 2 cnocmepieanoce 3nudicenuss Konyenmpayii 6 cuposamyi kposi TMAO (p<0,05) ma
niosuwenns 6 konpoginempami konyenmpayii K/IDKK: oymosoi, nponionosoi (p<0,05) ma menoenyis 00 3p0cmans pieHs Macis-
HoT Kuciom. AHaniz OGHUX MAKONHC 8CTAHOBUE NIOSUWeHHS KOHYeHmpayii endoozennoeo I'IIII-1 6 kposi (p<0,05).

Bucnoexu. Busgneni sminu MikpobianbHux memabonimie Moxcyms ceiouumu npo nozumueruil enaug apl T111-1 na ckrao kuukogoi
Mikpobiomu ma ii memaboniuny akmusenicme y nayienmie 3 L{[2, wo ceo€lo uepzoio cnpuse noKpaujeHHio eHoo2enHoi cekpeyii
IHKpEemuHis

Knrwouosi cnosa: yykposuii oiabem, oxcupinns, apl TII1-1, kuwkoea mikpobioma, KOpOMKOIAHYIO208L HCUPHI KUCTIOMU, MPUMEMULA-
MiH-N-okcuo
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